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Institut National de la Recherche Agronomique - INRA  - France
Project Coordinator.  Leader for the activities on phenotyping-based identification of host-microbe

interaction functions & the communication, management and international coordination

Institution
INRA is a public organization employing some 
8500 people and has among its strategic 
interests the impact of food on human health 
and well-being.

The Génétique Microbienne (GM) unit is part 
of the INRA Department of Microbiology of the 
Food Chain and has a long-standing record 
as one of the world leaders in genomics and 
post-genomics of firmicutes. It has contributed 
to the first firmicute genome sequence, 
that of Bacillus subtilis, to the first lactic acid 
bacterium sequence, of Lactococcus lactis, has 
coordinated the first systematic analysis of 
bacterial genes without known function, in B. 
subtilis, has established the first large network 
of interacting proteins, in B. subtilis and has 
elucidated global regulons in several lactic 
acid bacteria. In addition to coordination of the 
project, its tasks are within the workpackages 
of the Functional pillar the Outreach pillar and 
the Management workpackage.

The Ecologie et Physiologie du Système 
Digestif (UEPSD) unit, part of the INRA 
department of Human Nutrition,  aims 
to provide fundamental insights of the 
phylogenetic and functional diversity of the 
intestinal microbiota in health and disease and 
its adaptation to the intestinal environment. 
Current developments include functional 
metagenomics of the human intestinal 
ecosystem. UEPSD has been a participant in 
10 European contracts.

Profiles
Dr. S. Dusko Ehrlich is the founder and the 
head of the GM unit. He has authored close to 
300 research papers and ranks among the top 
30 world microbiologists by the ISI citation 
count. He coordinated three EU-funded 
projects, participated in ten others and is an 
EMBO member.
Dr. Pierre Renault is heading one of the 
research teams of the GM unit, has a long-
standing track record in the field of lactococci 
and streptococci gene regulation, and has 
coordinated an EU-funded research project. 
Dr. Emmanuelle Maguin is also heading 
a research team in the GM unit, has a long-
standing track record in the lactococci and 
lactobacilli gene regulation and physiology and 
is coordinating an EU-funded training project. 
Dr. Joël Doré is heading a research team of 
UEPSD, has recognized contribution to human 
intestinal microbiota molecular assessment. 
He coordinated an EU-funded research project 
and was involved in 7 other EU projects.
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Stanislav Dusko Ehrlich : dusko.ehrlich@jouy.inra.fr



Danmarks Tekniske Universitet - DTU - Danemark
Leader for the activities on high density array-based profiling tools

Institution
The Center for Biological Sequence Analysis 
(CBS) at the Technical University of Denmark 
represents one of the large bioinformatics and 
systems biology research groups in academia 
in Europe. The center is very active within 
computational analysis of a wide range of 
biomolecular data types and their integration. 
It has also a significant service component 
making it highly visible on the public internet 
(www.cbs.dtu.dk). 

More than 100 employees at the center 
work in ten specialist research groups with 
a pronounced multi-disciplinary profile 
(molecular biologists, biochemists, medical 
doctors, computer scientists, statisticians and 
physicists) with a ratio of 2:1 of bio-to-nonbio 
backgrounds.

Today, research in molecular biology, 
biotechnology and pharmacology depends 
on information technology all the way from 
experiment to the publication of the results. 
Comprehensive public databases of DNA- and 
protein sequences, macromolecular structure, 
gene and protein expression levels, pathway 
organization and cell signalling, have been 
established to optimize scientific exploitation 
of the explosion of data within biology. The 
DTU center directs its research primarily 
towards topics related to the elucidation of 
the functional aspects of complex biological 
mechanisms, either in industrial biotechnology, 
disease-related investigation, vaccine design, 
or systems level modelling of entire cells and 
tissues. We also have strong interest in data from 
public healthcare systems, such as electronic 
patient records, biobank information or 
pervasive computing monitoration of patients 
with the general aim of creating novel methods 
contributing to the enabling of personalized 
medicine.

The main role of the CBS group in the MetaHIT 
project will be in the area of DNA microarray 
design, microarray based production of both 
transcriptional and DNA content data, and 
associated bioinformatics, microarray data 
analysis and data integration. The results 
will be analyzed using standard statistical 
and bioinformatics approaches to identify 
differentially expressed genes as well as 
differences in gene biodiversity. The identified 
genes will be evaluated for their participation 
in signal transduction or metabolic pathways 
and compared to other types of data. Special 
attention will be devoted to the analysis of 
genes with unknown function using the 
approaches developed at CBS.

Profiles
Søren Brunak, PhD, is professor of 
bioinformatics and center director at Center 
for Biological Sequence Analysis (CBS) 
at the Technical University of Denmark 
(systems biology, disease gene finding, 
cell cycle modeling, and immunological 
bioinformatics).
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Soren Brunak: brunak@cbs.dtu.dk

Thomas Sicheritz-Pontén, PhD, is associate 
professor and heads the Metagenomics group 
at CBS with a background in Bioinformatics and 
Molecular Evolution from Uppsala University, 
Sweden. His primary interests are in microbial 
genome analysis, metagenomics and the 
detection and study of lateral gene transfers. 
(machine learning approaches, metagenomics, 
LGT analysis, genome annotation)
Henrik Bjørn Nielsen, PhD, is associate 
professor at CBS, with expertise in: Systems 
Biology, Microarray Analysis, Meta-analysis, 
Probe Selection for DNA Microarrays.
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